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Abstract: The crystal structure of the iodide salt of a quaternary ammonium derivative of cholic acid
having a naphthalene group attached to the 3rd position of the steroid nucleus through an amide bond
([3β,5β,7α,12α]-3-(2-naphthyloylamino)-7,12-dihydroxycholan-24-triethylammonium iodide) has
been resolved. The compound crystallizes in the P212121 orthorhombic space group (a/Å = 10.9458(3);
b/Å = 12.1625(3); c/Å = 28.4706(7)). The lateral chain adopts a fully extended tttt conformation because
the quaternary ammonium group cannot participate in the formation of hydrogen bonds. The iodide
ion is involved in the formation of hydrogen bonds as well as the amide group and the two steroid
hydroxy groups. Hirshfeld surface analysis confirms that these contacts, as well as the electrostatic
interactions, stabilize the structure. The helixes around the 21 screw axis are right-handed ones.
Keywords: crystal structure; steroid; bile acids
1. Introduction
Bile salts are amphiphilic steroids which are of high interest for biology [1]. Their behaviors
as surfactants in aqueous solutions have extensively been studied for some decades [2].
Many derivatives [3] which often modify the hydrophobic-hydrophilic balance through the insertion of
substituents in the positions of the hydroxy groups of the original steroids have also been synthesized.
In these derivatives, the carboxylic acid function of the side chain is preserved, although this chain has
been sometimes lengthened or shortened [4].
The functionality of bile acids allows the synthesis of several cationic derivatives [5–7]. Many of
them form gels [8–10] and also show a similar ability for the solubilization of cholesterol as
that of natural bile salts [10]. Several studies about biophysical properties of cationic bile salts,
such as membrane perturbation and protein solubilizing abilities, have been reported. For example,
the hydrochloride salts of ethylenediamine deoxycholate are more effective than the natural bile salts
in the release of the dye calcein from pre-encapsulated vesicles and in hemolytic activity; and possess
different antimicrobial activities [11]. On the other hand, the fluorescence depolarization studies with
both compounds suggested that the cationic bile salts would be useful as crystallizing agents for
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membrane proteins [11]. Other cationic derivatives are antibiotics [12] that mimic the properties of
squalamine, a natural polyamine steroid isolated from tissues of sharks that exhibit potent bactericidal
activity against both Gram-negative and Gram-positive bacteria [13]. In addition, squalamine is
fungicidal and induces the osmotic lysis of protozoa. Recent studies show that squalamine can be
considered a new frontier of medication since it is an antiangiogenic steroid that may be used to treat
tumors and other diseases in the near future [14].
The study of the interactions between cationic surfactants and DNA has been the subject to
research in the last two decades using different experimental techniques [15–17], with the interaction
being dependent on the surfactant tails and heads [18]. Therefore, it is foreseeable that in the near future,
the number of studies of cationic bile salt derivatives/DNA interactions will increase significantly.
The analysis of the steroid structures in the solid state provides information about the spatial
arrangement, topology and geometry of cavities, and intermolecular interactions, therefore it,
plays a key role in the understanding of recognition and binding to receptors. Crystal structures
of bile acids and derivatives have been studied in detail [3,19,20]. In a much smaller number, crystal
structures of anionic bile salts have been reported on, while the lack of these studies for cationic
bile salts is notorious. In fact, 3-aminocholic, 24-aminocholic and 24-aminochenodeoxycholic acids,
which recrystallize as ammonium salts, constitute as being a few exceptions. For the first compound,
the counterion is the carboxylate in the 24th position (i e., the structure is zwitterionic) while in the other
two, it is a carbamate formed by the spontaneous carbonation of the half of the steroid molecules [21].
In this paper, we analyze the crystal structure of the iodide salt of a quaternary ammonium
derivative of cholic acid having a naphthalene group attached to the 3rd position of the steroid
nucleus through an amide bond ([3β,5β,7α,12α]-3-(2-naphthyloylamino)-7,12-dihydroxycholan-
24-triethylammonium iodide, 1, Figure 1a). The back (hydrophobic)-belly (hydrophilic), head
(naphthyloyl moiety)-tail (quaternary ammonium group) and right-left (where, respectively, lie the O12
and O7 hydroxy groups) structure confers a three-axial chirality to the compound (Figure 1b) [3,19,20].
In addition, to covering the lack of information about these cationic derivatives, here presented
results could contribute to the understanding of the supramolecular organization of the compound
in an aqueous solution [6], and may be a preliminary step in the study of recognition and binding to
receptors of these type of bile acid derivatives. This knowledge gained through the crystal structure
can also be useful for the proposition of the structure of the micelles formed in aqueous solutions,
a strategy largely followed by Giglio and co-workers [22].
The results and their discussion are organized in three successive subsections (molecular geometry,
crystal packing and 21 helical assemblies) that can be considered as the primary, secondary and tertiary
structure of the crystal structure.
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Figure 1. (a) The chemical structure of the compound studied in this paper ([3β,5β,7α,12α]-
3-(2-naphthyloylamino)-7,12-dihydroxycholan-24-triethylammonium iodide), and the numbering of
selected atoms. (b) Resulting scheme of the three-axial characteristics of the molecule. The red and
blue colors represent, respectively, the hydrophobic and the hydrophilic faces of the molecule.
2. Materials and Methods
2.1. Synthesis
The synthesis and characterization of 1 have been reported previously [6].
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2.2. X-Ray Diffraction
Clear pale yellow prismatic crystals were grown from a solution of 1 in ethyl acetate:2-propanol
(1:1 v/v). Data on these crystals were collected at 100 K on a Bruker AXS X8 APEX-II diffractometer
(Bruker, Berlin, Germany ), with a radiation source consisting in a sealed X-ray tube SIEMENS
KFN MO 2K-90, a graphite monochromator and a detector with a resolution of 16.6666 pixel mm−1.
The absolute structure: flack was determined using 4279 quotients [(I+)–(I–)]/[(I+)+(I–)]. Hydrogen
atoms were treated by a mixture of independent and constrained refinement. Molecular graphics were
generated from Mercury (http://www.ccdc.cam.ac.uk/prods/mercury). A summary of the crystal
data and relevant experimental details are listed in Table 1. CCDC 1891134 contains the supplementary
crystallographic data for the crystal, which can be obtained free of charge from The Cambridge
Crystallographic Data Centre via www.ccdc.cam.ac.uk/data_request/cif.
Table 1. The crystal data, data collection and refinement for 1.
Empirical Formula C41H63N2O3I
Formula Weight 758.83
Temperature (K) 100 (2)
Wavelength (Å) 0.71073




Cell Volume (Å3) 3790.24(17)
Z 4
Calculated Density (g/cm3) 1.330
Absorption Coefficient (mm−1) 0.88
F(000) 1600
Crystal Size (mm3) 0.51 × 0.20 × 0.15
Theta Range (data collection) (◦) 2.2–30.0
Refinement on F2 R[F2 > 2σ(F2) = 0.030
Least Squares Matrix: full wR(F2) = 0.070
Index Ranges −15 ≤ h ≤ 15, −17 ≤ k ≤ 16, −40 ≤ l ≤ 40
Data/Restraints/Parameters 11620/3/439
∆ρmax and ∆ρmin (e Å−3) 1.19 and −0.76
2.3. Hirshfeld Surface Analysis.
The Hirshfeld surface analysis was performed with CrystalExplorer [23].
3. Results and Discussion
3.1. Molecular Geometry
The compound crystallizes free of solvents in the orthorhombic space group P212121 with four
molecules in the unit cell. The geometry of the steroid nucleus agrees well with that of the standard
steroid recently proposed [3]. This standard steroid has been obtained from the data of bond lengths
and the angles corresponding to the steroid nucleus in the crystal structures of 30 bile acids and
esters (and substituted derivatives). The differences in the C-C bond distances for 1 are within the
standard deviations of the reference steroid, with the exception of the C2-C3 bond (1.535 against
1.519 ± 0.011 Å). Although the bond angles are more likely to experience variations, only the values
corresponding to C1-C2-C3, C13-C17-C20 and C22-C23-C24 (112.1, 117.7 and 108.2◦) are outside of the
standard deviations of the reference steroid (110.8 ± 1.1, 119.4 ± 1.1 and 113.7 ± 1.7◦). The value of the
phase angle (∆ = 12.1◦) is indicative of a conformation close to the half-chair for the D ring. The angle
between the horizontal (C1, C5-C17, and C20 carbon atoms) and vertical (C3, C10, C13, C17, C18,
and C19 carbon atoms) planes of the molecule [24] is 88.2◦ (88.2 ± 0.5◦ for the standard steroid [3]).
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Finally, a fully extended (tttt) lateral chain is deduced since the torsion angles from C17 to C23 are
175.5, −172.1, 177.6 and 175.1◦. In general, the resulting conformation depends on the hydrogen bonds
formed (with other steroid molecules or with guests molecules) by the functional groups at the end
of the chain, but the tttt conformation is common in bile acids derivatives [3]. The nitrogen atom,
being tetra-alkyl substituted, cannot be involved in the formation of hydrogen bonds, a fact that favors
this conformation.
Compound 1 has a naphthyloyl group linked to the C3 position of the cholic residue through
an amide bond. The angle between the planes formed by the amide linking group and the naphthyl
residue is 16.8◦, a value which is close to the one observed for other aromatic amide derivatives of cholic
acid. The values of 17.7◦ and 18.2◦ have been measured for the t-butylphenyl (recrystallized from
chlorobenzene) and p-benzoic acid derivatives [3,25], respectively. On the other hand, the angles
between the naphthyl plane and the horizontal and vertical planes [24] of 1 are 61.3 and 30.5◦,
respectively. Again, a comparison with these previous derivatives indicates that the naphthyl moiety
is more twisted than the phenyl ones with respect to the steroid skeleton.
3.2. Crystal Packing
Views of the crystal packing of 1 along the crystallographic axes are shown in Figure 2a–c. It is
noteworthy that no typical back-to-back hydrophobic interactions (nor belly-to-belly interactions) are
present, and therefore interdigitation between the methyl groups C18 and C19 is not observed.
Figure 2d has been constructed to highlight the following relevant distances in the crystal that
involve the iodide ion and the quaternary nitrogen atom:
(i) The shortest distances found between an iodide ion and the charged nitrogen atom of steroid
molecules are 4.58 and 5.04 Å, which correspond to electrostatic interactions (see references in
Table 2). These values are similar to those measured from available cifs deposited at the Cambridge
Crystallographic Data Centre for quaternary ammonium iodide salts (Table 2).
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Table 2. The distances found between an iodide ion and the charged nitrogen atom corresponding to
the electrostatic interactions in ammonium iodide crystals.
Compound (–Ammonium Iodides) d(N+–I–)/Å Reference















(-)-aspidospermine N(b)-methiodide 4.61–4.99 [39]
(+-)-1-acetyl-3-methyl-aspidospermidine 9-methiodide 4.63–5.10 [40]
(ii) On the other hand, the iodide ion in 1 is located at the distances of 3.57 and 3.93 Å from
the O7 and N25 atoms, of the two other steroid molecules. These interactions correspond to
hydrogen bonds. Their geometrical parameters being summarized in the first two rows of Table 3.
Hydrogen bonds involving the iodide ion and hydroxyl groups (OH . . . I–) have been noticed for
β-D-glucopyranosyl)-trimethyl- and (R,S)-N,N,N-trimethyl-1-hydroxy-3-methyl-2-butyl- ammonium
iodides. Again, from the available cifs, the values of 3.45/3.48 Å, and 3.43/3.44 Å are obtained,
which are in the range of the compound involving the hydroxyl group at O7 (Table 3). Likewise,
the N25–H . . . I– hydrogen bond distance satisfactorily agrees with the values observed for the triethyl-
(3.58 Å) [41], and 1-naphthyl- (3.54 and 3.70 Å) [42] ammonium iodides.
Table 3. The hydrogen bond geometries found in the crystal structure of 1, D being the donor and A
being the acceptor. Symmetry codes: (i) x – 1/2 , –y + 1/2, –z + 1; (ii) –x + 2, y + 1/2, –z + 1/2.
D-H . . . A d(H . . . A)/Å d(D . . . A)/Å ˆDHA/◦
O7-H . . . I– 2.79 3.5676(18) 174(4)
N25-H . . . I–ii 3.09 3.931(2) 170(3)
O12-H . . . O26i 2.06 2.798(3) 174(4)
Finally, the remaining hydrogen bond present in the crystal structure of 1 (last row in Table 3) is
typical of other bile acids and esters bearing the amide group in the 3rd position of the steroid skeleton.
In fact, 6 out of 8 such derivatives exhibit this hydrogen bond with a mean distance of 2.78 ± 0.10 Å [3],
a value practically identical to the one shown in Table 3.
Molecular Hirshfeld surfaces visualize the intermolecular interactions in a crystal in a visual
manner [43]. Two distances, de and di, mapped on the Hirshfeld surface, provide the three-dimensional
picture of intermolecular close contacts in the crystal [44]. Here, di is the distance from the surface to
the nearest atom interior of the surface, and de is the distance from the surface to the nearest atom
exterior of the surface. Both are used to generate a two-dimensional plot (fingerprint plot) which is
a summary of the intermolecular interactions in the crystal. Thus, while the Hirshfeld surface and
properties defined by it emphasize a whole-of-molecule approach to understanding intermolecular
interactions, they can also be used in conjunction with a more direct atom–atom based approach to
gain a complete appreciation of the important interactions in a molecular crystal.
Furthermore, Spackman et al. [45] have defined a normalized contact distance, dnorm (Equation [1]),
where rvdW is the van der Waals (vdW) radius of the appropriate atom internal or external to the surface.
This distance is negative where the contacts shorter than van der Waals separations occur and positive
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for contacts greater than van der Waals separations, and is displayed using a red–white–blue color
scheme (red highlights for shorter contacts, blue is for longer ones and white for contacts around the
vdW separation). By using this information, it is possible to graphically highlight those regions of the








Figures 3 and 4 resume the relative contributions to the Hirshfeld surface area for the various
close intermolecular contacts in 1. The total surface is 682.41 Å2 and the volume is 876.38 Å3.
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Table 4 resumes the relative contributions to the Hirshfeld surface area for the various close
intermolecular contacts in 1, H . . . H being the most common one since it represents 75% of the total
Hirshfeld surface area. This value is logically lower than the observed in a cholest-5-ene crystal
(=98.6%), where only the C-C and C-H bonds exist [46]. The percentage of O . . . H interactions
(hydrogen bonds) is 6.5%. This value is equal to the sum of 3.4% and 3.1% since contributions of
the atoms being inside or outside the surface have to be taken into consideration. Iodide (outside)
only interacts with hydrogen, with the percentage being 4.8%. Therefore, the molecules are linked
by a combination of strong (electrostatic and hydrogen bonds) interactions and weak (H...H and
C...H) interactions.
Table 4. The filtering fingerprint by element type. The surface area is included (as a percentage of the




C H I N O
C - 7.8 - - - 7.8
H 6.0 74.7 4.8 0.1 3.1 88.7
N - 0.1 - - - 0.1
O - 3.4 - - - 3.4
Total 6.0 86.0 4.8 0.1 3.1 100
Strong interactions, as hydrogen bonds, are easily visualized in the fingerprint plots [45] as
they appear as thin and long wings, parallel to the de-di diagonal. Figure 5 shows the presence of
six “wings”. The interactions a (H(O7) . . . I), c (H(O12) . . . O26) and e (O26 . . . H(O12)) correspond to
conventional hydrogen bonds. However, fingerprint analysis is a helpful tool for revealing specific
weak interactions. Thus the wing d shows H . . . H interactions with the hydrogen atoms bonded to
C6 and to carbon atoms of the alkyl ammonium residue. Finally, the b and f wings reflect a H . . . H
close contact, with hydrogen atoms corresponding to C19 (methyl group) and C36 (aromatic ring).
The electrostatic interaction between the nitrogen atoms of the ammonium ion with the iodide anion is
not visible through the Hirshfeld surface.
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Figure 7. (a) The packing of the molecules around the 21 axis to define the handedness of the molecular
helical disposition. For clarity, hydrogen atoms and iodide ions have been hidden and O12 and O26
atoms highlighted. (b) The scheme of this arrangement based on the arrow model of Figure 1b.
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Deoxycholic and cholic acids have very different tilts with respect to the 21 axis, being small for
the first compound and laying the molecules of the second more perpendicular to that symmetry
element (higher tilt). The inclination of the molecules with respect to the 21 axis that at first glance
is observed in Figure 7a suggests that the degree of molecular tilt in 1 is intermediate to those
ones. To evaluate the molecular tilt in the case of cholic acid, we have used the only available cif
corresponding to its crystalline structure free of guests (solvents) [51], and a value of 41.5◦ was obtained.
Although deoxycholic acid has been recrystallized in a large number of solvents, unfortunately,
any crystal structure free of solvent molecules has been reported. Among those which recrystallize in
the orthorhombic space group P212121 system, we have used the cif of the deoxycholic acid d-camphor
clathrate crystal [52]. From it, we have estimated a value of 13.3◦ for the tilt angle, verifying that the
value exhibited by 1 is indeed intermediate to both. The difference between the organizations of cholic
and deoxycholic acids around the 21 axis (tilts) was established by Miyata et al. [50] as a consequence
of the lack of the O7H. This situation also arises in the present case since the O7-H forms a hydrogen
bond with the iodide ion and not with another bile salt molecule in the helix. Therefore, this fact could
explain the intermediate value for the tilt angle in 1.
4. Conclusions
[3β,5β,7α,12α]-3-(2-naphthyloylamino)-7,12-dihydroxycholan-24-triethylammonium iodide
crystallizes in the orthorhombic space group P212121. The primary crystal structure is characterized
by the geometry (bond distances and angles) typical of similar steroids. The lateral chain adopts
a fully extended tttt conformation because the quaternary ammonium group cannot participate in
the formation of hydrogen bonds. However, the iodide ion is involved in the formation of hydrogen
bonds as well as the amide group and the two steroid hydroxy groups. Hirshfeld surface analysis
confirms these conventional hydrogen bonds as well as other weak H...H interactions which stabilize
the secondary structure. Like other bile acids and derivatives with 21 axes of symmetry, it presents
a structural motif based on 21 right-handed helixes, which can be considered as a tertiary structure.
It is suggested that the hydrogen bonding network explains the tilt degree of the steroid molecules
around that symmetry axis.
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